Announcements 03/24

* HW2 due 3/24 today
* HW3 out 3/24 today, due 4/14

— Epigenomics, RNA-seq, network biology

* Required reading

— M. B. Eisen, P. T. Spellman, P. O. Brown, D.
Botstein. Cluster analysis and display of genome-

wide expression patterns . PNAS 95(25):14863-
14868, 1998.

— W. S. Noble. What is a support vector
machine? . Nat Biotech 24:1565-1567, 2006.



https://www.pnas.org/content/95/25/14863
https://www.nature.com/articles/nbt1206-1565

