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* Sign up time slots for project presentations
—4/27,4/29

— https://docs.google.com/spreadsheets/d/11ZrRUB
n2V9q03Cq N76LDFeNEO9af-YHab3LA2-

lyCw/edit?usp=sharing
— 10-12 mins presentation plus 2 mins Q&A

* NHGRI Machine Learning in Genomics virtual
workshop on April 13 - April 14, 2021

— https://www.genome.gov/event-
calendar/Machine-Learning-in-Genomics-Tools-
Resources-Clinical-Applications-and-Ethics
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